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Technical Appendix (1)

The basic idea of Cori et al.* was to relate Rt to the expected incidence at time, or date, t:

« E(I t) = R/ where the following formula for A; was used in a Stata v.14 code (available on request)

adapted for partly negative-valued generation interval distributions:

t+e : : . ..
e A\ = k=1 ltye+1—x Wi ; where € is the maximum negative generation interval (here, € = 4 days)

k+e+1
and I; starts at I

» W, was calculated using a formula in Cori ef al., which can also be replaced by a simpler discretized
Version:

» Wy = Fgaap)(k +0.5) — Fgaeap)(k — 0.5), where Fq(q p) (k) is the cumulative distribution of a
Gamma distribution with parameters a , b (with very similar results);

® And the Generation Interval Density was Ga (4.5, 2.1).

¥ *Cori A, et al. A new framework an ftware to estimate time-varying Reproductive Number durin idemics. Am J Epidemj (0]
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Technical Appendix (2)

The idea of Wallinga and Teunis* was to estimate Rt at time t; by (N = total number of time points):
e p. = YN W(ti—t;)
= i1 =N
J =Ly wti-t)

i*k
interval (t; — t;) : note that the sum, in contrast to Cori et al., is over all past & future observations;

; where W (t; — t;) is the Generation Interval Distribution for the

® This was implemented in a Stata v.14 code (available on request) adapted to the daily incidence data and
the discretized distribution (of partly negative-valued intervals) as per Cori et al., (as well as the simpler

discretized version stated previously) by**:

__ wN-=¢ IiWiter1—j _ 3
R j = Li=1 Tite ; however, there was instability at both extreme ends of
l.-'»tj k=1 liye+1-kWk
_ k+xe+1
estimates.

*Wallinga J & Teunis P. Different epidemic curves for SARS reveal similar impacts of control measures. Am J Epidemiol, 2004
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